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Supplemental_file_ 2 Demeke_thesis - two alignments of the deduced amino acid sequences of ARG2 that
correspond to pages 55 and 56 in the main thesis file.

Alignment 1

The mutant arg?2 allele in TAM428 carries carry about 15% non-synonymous amino acids in the shortest ORF as
compared to that of SC265 that carries another premature stop codon in a different position.
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Alignment 2 — corresponds to the second paragraph on pages 55 and 56 in the main thesis document.

The two ARG2 amino acid sequence types [as the resistance allele in SC328C and [HiliiaNbalcIcIBIX628] are highly
divergent though both types maintain the complete ORF.

cov pid 10 . . . . B . . . . 1 . . 120
1 ARG2_SC382C 100.0% 100.0% S S TEKKDK! /)" /K\'/W SKQIAU K Q
2 ARG2_SbRio 100.0% 100.0% S S TEKKDK! /)" /K\'/W K Q
3 ARG2_Keller 100.0% 100.0% S S TEKKDK! 4'K\"/W’ K) Q
4 ARG2 SC237 100.0% 100.0% S S TEKKDK! /)" /K\'/W K Q
98.5% 82.0% S s TEKKDK A/K\/W K; E
98.5% 82.1% S S TEKKDK A\"K\"/W K i
98.5% 82.0% S S TEKKDK! H\/K\'/W Ki i
98.5% 82.0% S S TEKKDK! /\/K\'/W K R
cov pid 121 . . : . . . . 2 . . . . 240
1 ARG2_SC382C 100.0% 100.0% KTESSNNTDD E; D, D RKTYESREDT W SQSFSRR
2 ARG2_SbRio 100.0% 100.0% KTESSNNTDD E D D RKTYESREDT W SQSFSRR
3 ARG2_Keller 100.0% 100.0% KTESSNNTDD E D D RKTYESREDT W SQSFSRR
4 ARG2_SC237 100.0% 100.0% KTESSNNTDD E; D, D RKTYESREDT W SQSFSRR
5 arg2_ ICSV745 98.5% 82.0% E D, D RKTYESINEDT W
6 arg2 1S8525 98.5% 82.1% E D, D RKTYESINEDT W
7 arg2_Malisor84-7 98.5% 82.0% E D D W
8 arg2 BTx623 98.5% 82.0% E D; D RKTYESINEDT W
cov H . .
1 ARG2_SC382C 100.0% 100. QDKRYF'
2 ARG2_SbRio 100.0% 100. QDKRYF'
3 ARG2_Keller 100.0% 100. 0)0):4:0'4
4 ARG2_SC237 100.0% 100. 0)0):4:0'4
5 arg2_ ICSV745 98.5% 82. QDKRYF'
6 arg2_ 188525 98.5% 82. 0)0):430'4
7 arg2_Malisor84-7 98.5% 82. (0)0):430'4
8 arg2 BTx623 98.5% 82. QDKRYF'
cov .
1 ARG275C382C 100.0% 100.0% Y T EWENFYQK: SIFE.SIRR'AY/D Y 'S E| KEYFDE
2 ARG2_SbRio 100.0% 100.0% Y T EWENFYQK: S FE/.SIRR\'A"/T Y S E KEYFDE
3 ARG2_Keller 100.0% 100.0% Y T EWENFYOQK: S FE/.SIRR\'A"/T Y S E KEYFDE
4 ARG275C237 100.0% 100.0% Y T EWENFYQK: SIFE.SIRR'AY/D Y 'S E| KEYFDE
5 arg2_ICSV745 98.5% 82.0% Y T EWENFYQK: S FE/.SIRR\'A"/T Y S E KEYFDE
6 arg2_ 188525 98.5% 82.1% Y T EWENFYQK: S FE/.SIRR\'A"/T Y S E KEYFDE
7 arg2_Malisor84-7 98.5% 82.0% Y} T EWENFYQK) SI'E S IRRIA'T p 4L E KEYFDE
8 arg27BTx623 98.5% 82.0% Y T EWENFYQK: SIFE.SIRR)'AYD Yi'S E| KEYFDE
cov pid 481 . 5 . B . . 6 600
1 ARG2_SC382C 100.0% 100.0% QSSR; 'YHDSK| TFFTE D R4*D
2 ARG2_SbRio 100.0% 100.0% D, R4'D)
3 ARG2_Keller 100.0% 100.0% D R#°D
4 ARG2_SC237 100.0% 100.0% D R\47D)
5 arg2_ICsV745 98.5% 82.0% D, R4'D)
6 arg2_Is8525 98.5% 82.1% D R\47D)
7 arg2_Malisor84-7 98.5% 82.0% D, RA'D)
8 arg2_BTx623 98.5% 82.0% D; R\4'D;
cov . . . . : . . . .
1 ARG2_SC382C 100.0% 100. DSHSR. R
2 ARG2_SbRio 100.0% 100. DSHSR. R
3 ARG2_Keller 100.0% 100.
4 ARG2_SC237 100.0% 100.
5 arg2_ICSV745 98.5% 82.
6 arg2_IS8525 98.5% 82.
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